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cDNA Lottery of a Phytopathogenic Fungus ([J)
O A Report of Studies of the Third Year Grader Allotted to the Department of Chemistry in the Year 200100

(Phytopathogenic fungus/ cDNA / Base sequence)

Hiroshi YOSHIDA*, Mari IIZUKA*, Takaki HIRABAYASI**

The third year grader in the year 2001 allotted to the Department of Chemistry carried out the fol-

lowing studies. The student was given arbitrarily a clone from the cDNA library of a phytopathogenic

fungus Fusarium moniliforme and sequenced the insert of the clone. The clone contained a partial

length ¢cDNA encoding a hypothetical protein of unknown function. The protein has a highly charged

region which presumably assumes an O -helix. Similar structural motifs have been reported in various

proteins including mammalian caldesmon.
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