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MIR-OAS: A New Software for Protein Structure Determination by Multiple
Isomorphous Replacement method

Kensaku HAMADA, Kazuhiko KAKOI, Nobuo TANAKA

The MIR-OAS is a user-friendly software to be used for macromolecular structure determina-
tion by multiple isomorphous replacement method with optimized anomalous scattering on X-ray
crystallography. The software is designed to be flexible, allowing users to solve macromolecule struc-
ture without a good knowledge of X-ray crystallography. The graphical user interface is written by
Tcl/Tk, and the programs to calculate for MIR-OAS are written mainly by standard Fortran 77. The
MIR-OAS runs on wide range of architectures and operating systems.
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